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Distribution of polymorphism of HLA-A.,B and DRBI1 genes

in the Hubei registry of the CMDP
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Abstract  Objective: To investigate the [requency distribution of HLA-A, B and DRBI alleles and haplotypes in the
Hubei registry of the CMDP. Method; HLA-A, B and DRBI genes of the 20 979 donors were genotyped by PCR-SSP
and PCR-SSO) based on the procedure of Tissue Matching Laboratory of CMDP; HLA genes and haplotype frequencies
were calculated by method of Expectation-Maximization; and genetic parameters were analyzed, Result; A total of 77
HLA alleles, 455 HLA-A-B haplotypes. 457 HLA-B-DRBI haplotypes and 2 866 HLA-A-B-DRBIl were observed in
which the frequencies of A0Z, All, A24, B46, B60, B13, DR09, DR15, DR04 and DR12 genes were greater than 0. 1
and the frequencies of 23 HLA-A-B, 22 HLA-B-DRBI and 5 HLA-A-B-DREI1 haplotypes were greater than 0, 01, 88
HLA-A-B and 9 HLA-B-DRBI haplotypes showed significant linkage disequilibrium in which 7 HLA-A-B and 2 HLA-B-
DRBI haplotypes showed strong linkage disequilibrium. Conclusion: The distribution of polymorphism of HLA-A. B and
DRBI1 genes in the Huhei registry of the CMDP had features of the library groups. The frequency distribution and genetic
parameters would support references for donor selection of elinical transplantation.

Key words marrow bank; hematopoietic stem cells; HLLA; gene; haplotype; frequency; polymorphism

2012 &
25 % 6 H

HLA-A B.DRBI1 % [ & i& ifiL T 40 i £ &
MWEMAPE 3 M EENIREER . E BTN
MR/ ZH AL AR RN E 2 —.
{6 33 AT 5 2 R0 AL A B 2% 3 B RS RE A, A1 5% (A
HLA Z5{7 3 A B UL B F2 58 s 2% U M
F, BRI, WA A X KR AR HLA £ R A
BAETMEM RS . AP0 X 20022010 F (7]
A6 FE HLA RV 3T T g o i 838 T
BN REA R HLA-A-B-DRB1 4+ B! 5 #8 J2 #H 5% i
{28 WAt A 2 BE HLA 2 &0 i i i 2o 5%
R Z A REFRE THRESS.

1 MR5FE
L1 HESS
ME R PLIINE o0 AN B E IR I o B o - 3

U VM R e s (R, 4300300

PSR AR BT VR T E A L E B A B T S
20022010 £ 8] Fid oA o [ & i T 20 H 45 6k &
BT Rk WAL 2 EE T R ALR 42, B B i A TR 0
ELW S 98 8%, L HRBEU ERBERE N
L2%.HPEHas¥ERABEE 2SN
L2 FERAFLEMNLS

N R 4H DNA £ B 44k 3% 71 ( 35 [ Gentra
&)Y, PCR-SSP F SSO ik HLA-A B .DRBI1 #[# 4
A5 £ (SSP ik % [§ PEL-FREEZ 4 &, SS0 ik
= [# One Lambda 2 3] ) , Gene Quant pro DNA il 5
1% ,9700 PCR ¥~ # {% (PE 4 &), GENEGENIUS 4z
H ah#E 2 kA% 95 8 R 28 (32 [ Gene 2 8]) . Luminex
100 i 2040 B {% (£ F Luminex 24 7)) .
1.3 TFiERENAEE

# A EDTA Hi#t. R B PCR-SSP i 8 PCR-



EULR A

AR Al R e EE HLA-A & B A1 DRB1 3EH £ &M 9 A

« 357 -

SSO i =Mk BRIk 12 T8 o 42 B P HLA £ 0 3
2. B [ BU 45 R IR 4 52 $& WHO 1E 3G al 1)
mAES R RE HLA a2 7R FATER R
P IR o S P T o R b O B AL B R ) TR
W2 10020197 RBUR AT 7 itk i {R T db &
23 1 Ho e v A

L4 Bt TiE

EATFATNFCEENFL N RERERE

FE bR 2 AN SFEALEE AL AR AT R A
LAERELGAN RS T KA KECETUNE S

vE ( Fynecta tiocnMaximization, EM) . 8 7 Arle-

iZs N LJA[JL\.lﬂl.lUll wWiaXimization, 1Livl 74 Jo 1Y ATic

quin 3. 5 L 2 3 fF i & HLA K A 4 5 0
2 KBRS O 9999, B IR E ¥ N 50, 4
R ER NS 7O R AT
Hardy-Weinberg 7 7 £ 30 11 5 P {5 . £ 36 /K # %
0. 05, PEEAL HLA 54k B 81 A F i 2 $it
HLOMAT M EP=0% . BT AR N=—1 3010/
log(1-HP)? B % =7, 14 X 10° 1 H & L ik
M HEEHSMAFEH S, @t E=— 21 Xlog2f,
(f, 9 HLA H: [R5 8 20 40 2 ) i 57 450 28 4 A
(=
2 #R
2.1 E[EMmzR

20 979 Fl4EERF LA H 19 F HLA-A H[H
A ,45 P HLA-B 3 F A, 13 # HLA-DRB1 # [
B, 3t 77 f HLA-A B.DRBI A5, H#HE 5

EHEA AR 1, Hode @i LT o1 BRI H
3.3. 4 M, RMAE KA W R 2. KA A43,
AB0.B78.B82.DR18. # 2 E A~ Wi HLA-B>
DRB1> A, 3¢ 0] & B FE A7 £ 75 1 75 2 4R IR PR .
2. 2 Hardy-Weinberg ~F # £ 4%

A y* #3309 HLA-A B.DRB1 =4 K {7 )5
NAETRHE HW F#ER. KB PES N
0.17.0. 22.0. 18, = S & H-W 4,

23 RpRR A
L 455 4 HLA-A-B, 457 % HLA-B-

oean & HI A A RNRRI ,Eé,HHFJ FANE 1| ¢

3l
1 +L000 ZjN Cil.da a1 as N

W 53 22% .78 12% F0 25, 78% ., B fk AU A
FHAHNLE 3., BE LK 20 % k8 &M
ERFE 4,

2.4 HEHATHEEBH

A AR P=95%, BT A X N=—1 3010
/ log(1-HP)* EEUMIZE =7 14X 10° M H & X #
R REBATFHE S48, A 88 % HLA-A-B &
I BB T, 3L 7 5% B 9R E B4 T
#ii, 9 % HLA-B-DRBI 2 W & 3 19 3% 81 & F
iy, Horh 2 Z BRI RES S TP, kS,
3 iTig

WALLL T FE S AT R, AB £ 6 000

. EREESEE NN 5%, 8 A & & T &
ﬁﬁﬁ,m@%jmﬁ%@gﬁﬂi&ﬁo AR & 5 A
o R NS s o = I A o

#= 1 HLA-A B.DRB1 X Ei%E

HLA-A B R HLA-B B[R] 4 HLA-B B[R A & HLA-DRB1 HH 4=
02 0 30633 16 0. 13885 56 0. 00577 09 0. 17100
11 0 25742 60 0. 12870 50 0, 00467 15 0. 13254
24 017122 13 0.10184 18 0, 00327 04 0. 11900
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