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Abstract  Objective: To study the necessity and feasibility of NAT testing for HBV, HCV and HIV in clinical
blood transfusion. Method: 3527 samples from Wuhan Blood Center from 2010 May to 2011 May and 2815 samples
from Department of Clinical L;lbor;llory. Hubei Zlmngslmn Hospilal from 2012 ‘l;lnu;lry to 2012 ‘lu]y were collected
and detected by nucleic acid amplification (NAT) testing for pools of 16 serologically negative samples.any pools
positive in NAT would undergo NAT again individually. Result: HBVDNA positive specimens were found from 4
patients. HCVRNA and HIVRNA positive samples were not detected, Conclusion : Screening of blood donors and

blood recipients using the technology of NAT could further reduce blood transfusion safety risk and avoid medical

disputes caused by transfusion transmitted diseases
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