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Abstract  Objective; To investigate the relationship between single nucleotide polymorphism (SNPs) of
rs3923113,151802295,rs7178572 and type 2 diabetes (T2DM) and related quantitative traits, Method : Three genes
" genotypes were detected by high-resolution melting (HRM) in 300 T2DM patients and 300 controls. Result: There
were no significant difference in genotype distributions of the rs3923113 on GRBl4gene and the rs7178572 on
HMG20A gene, The r5231362 on KCNQI gene was found to be associated with T2DM., And the triglyceride levels
were higher.while the high-density lipoprotein cholesterol was lower in TT and GT carriers than GG carriers of

rs3923113. Conclusion: The rs231362 may be associated with T2DM in the Chinese population.and the rs3923113
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may be associated with lipid metabolism disorders.
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