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Genomic characteristics of clinical isolates from

HFMD patients in Huangmei city
ZHANG Xiangming
(Huangmei County People’s Hospital, Huanggang,436500, China)
Abstract

(HFMD) patients in circumjacent Huangmei city. Method:4 strains of Enterovirus 71(EV71) and 3 strains of cox-

Objective: To investigate the genetic features of clinical isolates from hand-foot-mouth disease

sackievirus A16 (CA16) were isolated from 109 throat swab samples of HFMD cases. Sequencing were done a-
mong 227bp VP3-VP1 regions of EV71 and 736bp VP1-2A regions of CA16. Phylogenetic analysis was per-
formed. Result;Phylogenetic analysis showed that 4 EV71 strains belonged to subgenotype C,a, 3 CA16 isolates

belonged to subgenotype B, b. Conclusion;: EV71 epidemic strains were C,a, and CA16 epidemic strains were B, b in
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the peak outbreak period of Huangmei city.
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EV71-B, 20233/NLD/1983 AF009534 CA16-B,a KMMO08/YN/CHN/2008 HQ423141
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Discussion on influencing factors of increased plasma

D-dimer level in patients with bone fracture
REN Qingyuan
(Fei County People’s Hospital of Shandong Province, Linyi,273400, China)

Abstract Objective: To discuss the influencing factors of increased plasma D-dimer level in patients with bone
fracture. Method:Plasma D -dimmer levels of 235 fracture patients were detected using latex enhanced immune
turbidimetric method on Sysmex CA-7 000 type automatic blood coagulation analyzer, and the relationship between
gender, age and disease severity and the D-dimer were analyzed. Result: Plasma D-dimer levels in fracture patients
group were significantly higher than that in normal control group ( P<0. 05). Plasma D-dimer in age less than 25
years old fracture patients had no obviously difference compared with normal control group ( P>0.05). Along
with the increase of age, D-dimer significantly increased, especially in patients older than 50 years ( P<0. 05). Ac-
cording to the fracture site, injury was classified into 3 degrees, namely slight, medium and heavy. In simple
closed slight fracture patients, the D-dimer change had no obvious difference compared with healthy controls.

With the increase of fracture serious degree, plasma D-dimer was higher than control group ( P<<0. 05), especially

"TWAARBEARER GL &I ,273400)

[7] Shimizu H, Utama A, Onnimala N, et al. Molecular 2014,28,9:e96051.
epidemiology of enterovirus 71 infection in the West- [10] Zhou F, Kong F, Wang B, et al. Molecular charac-
ern Pacific Region[]J]. Pediatr Int, 2004, 46;: 231 — terization of enterovirus 71 and coxsackievirus Al6 u-
235. sing the 5 untranslated region and VP1 region[]J]. ]
[8] Mao LX, Wu B, Bao WX, et al. Epidemiology of Med Microbiol,2011, 60; 349—358.
hand, foot, and mouth disease and genotype charac- [11] Zhang Y, Wang D, Yan D, et al. Molecular evidence
terization of Enterovirus 71 in Jiangsu, Chinal[]J]. ] of persistent epidemic and evolution of subgenotype Bl
Clin Virol, 2010, 49: 100—104. coxsackievirus Al6-associated hand, foot, and mouth
[9] LiuW, Wu$S, Xiong Y, et al. Co-circulation and ge- disease in China[J]. J Clin Microbiol, 2010, 48.
nomic recombination of coxsackievirus A16 and en- 619—622.
terovirus 71 during a large outbreak of hand, foot, OlcA% B #1.2014-05-1652014-08-13)

and mouth disease in Central Chinal[J]. PLoS One,



