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Abstract Objective: To establish and improve the DNA gene extraction method based on magnetic beads for
HILA sequence-based typing. Method: Genomic DNA was extracted from the whole blood samples using magnetic
beads method through automatic extraction system. The concentration and purity of DNA were determined
through the DNA quantitative instrument; the PCR amplified products were sequenced through the sequencer.
HLA typing results were analyzed by the related analysis software. Result: The homogeneity of concentration and
purity of DNA extracted by the improved method in 96 copies, were better than those extracted by the traditional
DNA gene extraction method. Both the success rate of the HLA genotyping on HLA-A, B locus and the experi-
ment's qualified rate based on HLA-B Exon2 signal-to-noise ratio(N/S) in 32 copies were higher than those using
normal DNA gene extraction method statistically( P<Z0.01). The reaction patterns of the PCR products” electro-
phoretogram were also improved than the novel method. Conclusion: This improved DNA gene extraction method

based on magnetic beads is proved to be a more stable, reliable and high throughtput DNA gene extraction method
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for HLA sequence-based typing. which will be meaningful for DNA genotyping.
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