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Abstract Objective: To evaluate and compare the clinical application of interferon-y release assays (IGRA)
and GeneXpertMTB/RIF in the diagnosis of tuberculosis. Method: A total of 273 cases of tuberculosis and 45
healthy controls were enrolled. Direct smear of sputum was used with Ziehl-Neelsen acid-fast bacilli staining to de-
tect tubercle bacillus. T-SPOT. TB was conducted to examine the specific T lymphocytes of tuberculosis. GeneX-
pertMTB/RIF was operated strictly following the manufacturers instructions. Result: The sensitivity of acid-fast
bacilli staining, T-SPOT. TB and GeneXpertMTB/RIF was 26. 74 %, 89.74% and 72.53% (y*=234.937, P<
0.01), respectively. The specificity was 100%, 93.33% and 100% , respectively. The positive value (PPV) was
100%, 98.79% and 100%, respectively. The negative predictive value (NPV) was 18.37%, 60.00% and
37.50% » respectively. The accuracy was 37.11%, 90.25% and 76.42% , respectively. The positive rate of three
methods was 34.76%, 90.00% and 94.29% in pulmonary tuberculosis (y* = 248.39, P<C0.01), while 0,
88.88% and 0 in extrapulmonary tuberculosis. In addition, the positive rate of T-SPOT. TB and GeneXpertMTB/
RIF in acid-fast staining positive pulmonary tuberculosis was 93. 15% and 100% , while 88.32% and 91.24% in
acid-fast staining negative pulmonary tuberculosis. Conclusion: T-SPOT. TB and GeneXpertMTB/RIF might have
higher diagnosis efficiency than acid-fast staining and could be useful in evaluating tuberculosis infection. T-
SPOT. TB may be better than GeneXpertMTB/RIF in extrapulmonary tuberculosis diagnosis.
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Abstract Objective: To guide reasonable clinical blood usage by analyzing the clinical component blood usage
in current situation. Method: Total, quarterly, per capita, each surgery, each red blood cell type, internal medicine
and surgical use of blood were retrospectively analyzed in our hospital from 2011 to 2015. Result: The rate of com-
ponent blood transfusion accounted for 99. 9% or more. Per capita,and each surgery use of blood were declining
trend year by year. Use of total blood especially plasma were negative growth. Cryoprecipitate and platelets were
positive growth. Use of blood was most every year the 3rd quarter and least in the first quarter. The consumption
of blood in each blood type was O=>A>B> AB. Clinical dosage of red blood cells, blood type composition ratio
was out of step with normal blood type distribution, Surgery was more than internal medicine in use of blood.
Conclusion: According to the characteristics of using blood in our hospital, we should make the plan of reasonable
use and carry out the standardization of blood usage and management.

Key words blood component transfusion; blood for clinical use; reasonable blood use
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