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Expression patterns of HLA-G mRNA in peripheral blood
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Abstract Objective: To provide the information for future research into the function of HLLA-G,and explore
the relationship between expression patterns of HLA-G mRNA in PBMCs {rom healthy adult and gender and age.
Method: PBMCs were separated from peripheral blood of healthy adults,and the total RNA was extracted. Expres-
sion patterns of HLA-G mRNA between different genders and different ages were determined by quantitative real-
time-PCR. Result: The expression levels of HLA-G mRNA in PBMCs of healthy women were higher than that of
men(men:0. 049 2,women:0. 083 7,P=0.018 0). And the expression levels of HLA-G mRNA of women ages of
41-50 were higher than that of 31-40(31-40:0. 039 3,41-50:0. 152 2,P=0. 001 0). Conclusion: The expression lev-
el of HLA-G mRNA in PBMCs of healthy adults was related to gender,and the expression level of HLA-G mRNA

in healthy women was related to age.
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