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Abstract
teer blood donors with HBsAg— /HBV DNA -+ in Xuzhou area. Method: From January 2016 to December 2017,

Objective: To investigate the results of nucleic acid test and characteristics of infections from volun-

188 260 blood samples were assayed by routine ELISA and those with negative results or not tested reactive by one
reagent of HBsAg/anti-HCV/anti-HIV1+ 2 of ELISA, were tested by nucleic acid amplification testing(NAT).
HBsAg— /HBV DNA + donors were conducted by epidemiologic analysis. Result: Out of 187 791 samples 194
were tested as HBsAg— /HBV DNA-+ and with a positive rate of 0. 103% ;3 cases of HBV DNA were detected
positive in 139 cases of single reagent HBsAg positive specimens. The positive rate of HBsAg— /HBV DNA-+ do-
nors in male donors was higher than those in female and rose with ages. The higher education level, the lower of the
positive rate. Students and company employees had a lower positive rate. Conclusion: The rate of HBsAg—/HBV
DNA+ of blood donors in Xuzhou occupied a great numbers of all donors. HBsAg—/HBV DNA-+ donors showed
an epidemiological distribution to masculinity,old aging and low academic qualification, which could be the evidence
of mobilization and recruitment of blood donors.
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