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Abstract Objective: To accurately master the reaction pattern of BCA) blood group serology,and know the
molecular mechanism that it forms very well,so as to make correct determination of blood group and guarantee the
safety of clinical blood transfusion. Method: The traditional blood group serological method was used to identify
ABO blood group of samples,and PCR-SSP method was used to analyze ABO gene of the specimen. Result: The di-
rect typing of blood group serology was A weak B,reverse typing B type and Rh type DEecc. The direct anti human
globulin test and blood group irregular antibody screening were all negative. The result of genotyping was B(A)02/
001 type. Conclusion: The application of genotyping may be helpful to the identification of difficult blood groups for

samples not complying with ABO direct and reserve stereotypes,but it should be essential to master and use blood
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group serological techniques skillfully.
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