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Abstract Objective: : To understand the nucleic acid detection and follow-up of voluntary blood donors in
LLuoyang area. Method:From March 11,2012 to December 31,2017, two times of Enzyme-linked immunosorbent
assay(ELISA)and one nucleic acid test were performed on blood specimens from voluntary blood donors who came
to our blood station. The blood donors whose blood specimens did not exhibit reactivity in ELISA,but exhibited re-
activity in nucleic acid detection were followed up;and their blood specimens were collected regularly for blood
screening and supplementary tests in order to determine whether they were in a "window period". Result: Totally
310 of 163 436 blood specimens from donors were found to exhibit no reactivity in ELISA, but exhibit reactivity in
nucleic acid detection. The 310 specimens were further identified for virus types.and finally 119 HBV DNA posi-
tive,1 HIV RNA positive and 0 HCV RNA positive were identified. Finally. 19 blood donors in them were fol-
lowed up successfully. In 7 blood donors with positive HBV DNA,5 cases of occult HBV infection(OBD and 2 ca-
ses of HBV " window period" were confirmed. In 11 blood donors with negative HBV DNA,1 case of HBV " win-
dow period" was confirmed. The only donor with positive HIV RNA was confirmed to be HIV "window period".
Conclusion : Nucleic acid detection can minimize the risk of blood caused by methodology and improve blood safety
to the greatest extent,which is of great significance for ensuring the health of blood recipients.
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