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A case report of ABO positive-negative inconsistency in blood

group molecular biology identification

Summary The practical value of combined use of serological methods and molecular biological methods in the

identification of difficult blood type was explored through the identification of 1 case of ABO subtype blood group.

The ABO blood group antigen of erythrocyte was determined by conventional blood serological detection method.

The preliminary classification and sequencing of ABO blood group genes were performed using PCR-SSP. The haplo-

types of DNA samples were sequenced by single nucleotide sequencing. Serological results showed that the specimens

were positive for O type,reverse type for A type,serological method was unable to determine the blood type of pa-

tients; PCR-SSP results showed that the genotype was AxO1, Ax04/02 type;direct sequencing and haplotype se-

quencing showed that the genotype of the specimen was Ael02. What did not match the serological positive and nega-

tive stereotypes was Ael02. Difficult blood group identification sometimes may require a combination of serological

and molecular biological methods to accurately stereotype
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