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Association of Duffy blood group gene polymorphism with colorectal cancer
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Abstract Objective: To investigate the association of Duffy blood group gene polymorphism with colorectal

cancer(CRC). Method: Blood samples from patients with CRC and control group were collected and genotyped u-
sing real-time PCR with TagMan-MGB probes. Result: The numbers of FY * A/FY * A,FY * A/FY * B and FY
* B/FY % B genotype were 266 (86.9%), 39 (12.7%) and 1 (0.3%) respectively in control group and 286
(88.0%),38(11. 7% and 1(0. 3%) respectively in CRC. There were no significant differences (P >>0.05)in the
genotype frequency distribution for Duffy blood gene between the patients and the control groups. Combination of
FY x A/FY * B and FY * B/FY * B genotype frequencies(16.7%)in lymph node negative patients was higher
than that in lymph node positive patients (8. 6%). However, FY * A/FY * A genotype frequency (83.3%) in
lymph node negative patients was lower than that in lymph node positive patients(91. 4% ) (P <(0. 05). CRC pa-
tients with FY * A/FY * A genotype had higher lymph node metastasis risk(2. 137-fold) than patients without FY’
* A/FY * A genotype. Conclusion: Duffy blood group gene polymorphism is not associated with CRC tumorigene-
sis but is correlated with lymph node metastasis.
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