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(RT-qPCRIER M L3 miR-155 FiAKF, GR IRAH MK miR-155 X F 35K FF mTFC ¥ 8 3 5 T 4 1
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3% miR-155 Tl CSF A i £ T AR 0. 6690, 574,0. 764) , cut-off {4 5 24. 19 f, X W7 (1 R 0 A4 5 B 43 51
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Abstract  Objective: To investigate the relationship between miR-155 in plasma and coronary slow flow(CSF)
phenomenon. Method: A total of 62 CSF patients and 60 controls who underwent coronary angiography (CAG) in
our hospital from January 2017 to June 2019 were selected into this study. Correct thrombolysis in myocardial in-
farction frame count(cTFC) was used to calculate the mean thrombolysis in myocardial infarction flame counts
(mTFC). Real-time quantitative PCR(RT-qPCR) was used to determine the expression of miR-155 in plasma. Re-
sult: The plasma miR-155 level and mTFC in case group were both significantly higher than those in control group
(Z=3.219,P=0.001;Z=3.219,P=0.001). Pearson correlation analysis showed that there was a positive corre-
lation between plasma miR-155 and mTFC(r=0. 322, P =0. 000). Multiple Logistics regression analysis showed
that plasma miR-155 was independent risk factor for CSF(OR =1.597,95%CI 1.109-2. 301, P =0. 005). The area
under the ROC curve of miR-155 predicting for CSF was 0. 669(0. 574,0. 764). When the cut-off value was set at
24.19,the Youden index reached the maximum with a sensitivity of 0. 532 and a specificity of 0. 750. Conclusion:
The expression level of miR-155 in plasma is significantly correlated with CSF, and miR-155 could be used as a
predictor of CSF.
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—  Je 5 A Bl S 5 AN R 5T & B miR-155 ] fE
Wit 2S5 sh kAR Ak & AL Fn it R
BF LAWRR S A B A miR-155 T RES 5
CSF k9. I, A WF 58 03 o8 ML 28 CSF 35 I
H miR-155 FIKIKF-, B TER DRI 112 miR-155
Xf CSF (0 18, i — 20 #75 CSF 1y BAK A
HLE I RS2,
1 #EMEFE
1.1 %k

B 2017-01—2019-06 7E & RHE B2 A
J7 It 4% 32 % IR 3 Jfk 1& % (coronary arteriography,
CAG K 312 Wi i CSF 1Y & 62 4] 49 A % 1]
A A5G B 37 B, 25 il oF B A (57,55 &
8.28)% . iR FH B L& 7 3R kA R T AT
CAG fir, Jo ] e Bk B 2 H G CSF B4 1y /B &
HBERE 60 B4R A X RE A, Horp 58 33 i, 2 27 il
EI(58. 41£9. 0D % . B AN 740 T ff it
FNEIFEE G R E .

ANAARE : Q4 > 18 2 ; @ CSF H|Wibr i =
% CHRC100 . CAG K 4 fir A 5 ik 43 32 34 % UL A
Bes P78 F2 B <720 Y0 » (HAR 41 A% 1E 19 0 WLAE B 375
4 I 7L Wi 4% Ccorrect thrombolysis in myocardial
infarction frame count,cTFC) ¥, i 5 7 1 13 & /b
— SR BBk cTFC™>>27 i (E 5 R 4 R 30
mi/s) .

HEBRARME . O A I 56005 <O WU L 3 BS54
i 4 20 55 4 R0 W s s @ & JF ™ I 'F Dy e b
3 @G I 4 2B Mg R A B e
I LV R GE 0 ™ B A v A s D AT R 3 Lo bk
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1.2.1  IGRBERHILE WA AA N8 — %
I R 5 RE, A 46 1 501 L AF 0% L 1K BT 45 21 (body mass
index, BMD) W H 58 | =y Il H 95 52 W% PR 95 93 52 . I
JE S B B2 BRI YR R L 2B Ak I AR A AL 5
Ky g 1
1.2.2 CAG Jf i ¥ BEW & 2856 3l ik 28 i R
A Judkins 47 Z K07 CAG K 25 . 1 5% 57 5% A
TWEEE, UL 30 /s B0 LA BE 7 42 V3 JF (thromboly-
sis in myocardial infarction, TIMI) {f iy M| 5E &
2 300 38 25 45 43 SR R] K A2 R S, 22 e S2 R A
FER B KA cTEC EARINER LA 3 45 3[°F- 1 TIMI i
B8 (mean TIMI frame count,mTFC),
1.2.3 il 3¢ miR-155 # 0 Fr A AHAANRY
CAG R FH & EDTA 950045 K 4 A1 & # ik i
1 600 r/min B> 15 min J5 i & EDTA 198 .0
BRI AC AT 15 000 r/min B0 15
min, ffi HJC RNA B R A8 IE LS W. & T —
80°C UKARTRAF & H o R I 9% 22 % (b ) A= W 42

ARG R/ A1 EastepTM # RNA 2 BU= ) & 48
B ORNA, % Hseat 2 )6 7 PCR (real time fluo-
rescence quantitative polymerase chain reaction,
qRT-PCR) A 1L 3¢ miR-155 /K, LI U6 NN
ZHEH, miR-155 51 ¥ ¥ ) iE W 514 R 5°-CTC
GTG GTT AAT GCT AAT TGT GA-3’, 2 5]
Yk 5°-GTG CAG GGT CCG AGG T-37,U6 3]
W IEm 58 5°-ATT GGA ACG ATA
CAG AGA AGA TT-3", K5I # KA 5°-GGA
ACG CTT CAC GAA TTT G-3’., A &R H
TAKARA 2 & Mir-XTM miRNA ¢RT-PCR
SYBR® K5 & . ™ A% 4 B8 i A UL W1 B AT, SR
2200 Jr A miR-155 FHX ik K,
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K H SPSS 19. 0 Ge i+ #4453 B b 34, Xt T W] et
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A0 A BT 22 55 VRS 56 00 T F 06 RE &5 SRR FH U
PECRIR 2 BB B 56 . 1T 85098 ) &5
DI B E o R L) FL R o” K, A
Ko #r 2K F Pearson 2R PEAH &M 0 Mr e, 2l
3% miR-155 Wil CSF &Y ROC #h<k i dhk ~
M Carea under curve, AUC), #ff %€ #i Il CSF 11
cut-of { {H J X N 1 UK F e S ). Z2 R Kbt
K H Logisitic A3 #77k. P<<0.05 A EFAH S
NS 9S
2 #R
2.1 2 21— MBI IR B R L B

2 ZH B HAEAE IS PE ) BMI, W 40 | =5 i s
PRI | I B S H L 20 40 M 38 (RBC) . 40 g 3T 4
(WBO) , Ifit /MM (PLT) 714, = BEH A (TG , k%
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TCGE 278 L (P =>0. 05) ; ¥ 191 240 21 40 it 58 45 48 2K
W TR R, 2 R A S E X (P =0.000),
W1,
2.2 2 413 miR-155 KM mTFC {8 kb4 K A
KM

s 1 4 1M 2% miR-155 #H XF ik K F A 26. 50
(7.25,48.25), W F & T X M 41 9.75 (1.75,
32.2), ZERABRITFE X (Z =23.219, P =
0.001), JKHIH mTFC {5} (36.8+4.9), &5
TR (21.5+4.6). ZRAEHIT¥E L (=
17.647,P=0.000), Pearson #H 3k 4> ¥7 45 3 &
/R L HK miR-155 FRIE K5 mTFC {6 2 1E A&
KF (r=0.322,P=0.000),
2.3 CSF myfal B = 5381
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CSF Bl 4 W) ol 7 /& B R & (OR = 1.597, 95%
CI1.109 ~2.301, P =0.005; OR = 2.654, 95%

K1 2A—RIERIFMELLE

CI1.348~5.225,P=0.001), 0.3 2.

BC%) .z +s

4151 i B2 (n =62) X B AL (n=60) t/Z/y p

R/ % 57.5548. 28 58.4149.07 0.548 0.585
PiRi: 37(59. 68) 33(55.00) 0.273 0.601
BMI/ (kg » m 2) 25.13+4.23 24.74+3.75 0.537 0.592
2 32(51.61) 25(41.67) 1.212 0.271
o IR 34(54. 84) 26(43.33) 1.615 0. 204
Wi PR 9 10(16. 13) 6(10.00) 1.005 0.316
1A 5 44(70.97) 36(60.00) 1.625 0.202
RBC/(X10% « L1 4.9240.52 4.834-0. 50 0.961 0.338
WBC/(X10° - L™ 1) 6.381.23 6.4541.30 0.31 0.757
PLT/(X10° - LY 237.667-80. 24 231.534-82. 79 0. 415 0. 679
TG/(mmol » L") 2.12(1.22,2.95) 2.09(1.15,2.97) 1.618 0.106
LDL-C/(mmol » L") 2.82(2.20,3.16) 2.62(2.20,3.17) 0. 855 0.392
L1 20 i R AR 4 4 3.35(2.84,4.27) 2.42(1.98,3.05) 5.838 0. 000
M3 FE/(mPa « s) 1.45%+0.07 1.43240.07 1.893 0.061

R 2 ZMEZE Logistic B3N HER

A i B S.E Wals OR 95%CI P

miR-155 0. 468 0.186 6.317 1.597 1.109~2. 301 0. 005
2140 M 2R AR AL 0.976 0. 346 7.978 2. 654 1.348~5.225 0. 001

2.4 UM% miR-155 /KXt CSF 9 3500 41 i
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24. 19, % N7 A B850 RT RE S 1 4 ) O 53. 2%
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HHT CSF 1y HAK A& A= BLH A5 A B #f , 7T fig 5
I PN R T RE 32 04 I /N M Ty B B A Bl it 5 o A
I W 46 5 &7 5K D 43 Wb R 5 K 9% RE I A A
K, ZEEF N K CSF 2 560 O LI JE A
A 20 WE AR () 30 B BE L 50 O A R R0 TR
PERRFE B UIA O, HL, SR AA K &2 W
WA R AE AR R W, 8 BARGR TT X s TS
B B SIm R . ARk, [E N AR 4k 2
FESR R T CSF &9 19 fa B IR 25, & 30 ke L I
A L= BMIL &I & PR R 55 #1 0l g 5 CSF K %
AT SR Ik LU B 5T N B RE AR B 2 8N, L
i F CSF [ JC 4t — 12 Wi bn i, 5 8045 I 5% 45 S 1
Ib 25 S AR R Al R B IR 48 s X R 3012 W7 0 T
W CSF 885 o P KA .

MiRNAs & —K )" Z A HE T B LR T
gt/ RNA, — K25 22 nt, KIALIK, K&
WFFEUEPEIE L miRNAs 7 2 B i 52 995 19 & £ &
JESERR TR B OCHE BAE Y. ARk, MOk
ZWFSEIEHE B8 miRNAs 5 5@ 4R 3 ik i B 68 4k
O HUEEFE L0 7 32 8 L0 IUIE & 22 e IR 95 995 19
EAERBBWEYVIMLY, Z8 miRNAs 1] 8 S
5 11 78T T L A0 A B 1 A R 5 405 18 2 A5 s AR
AR, W Wang 4567 0F 58 & Bl miR-208a Xf .0 L



96 1

B RE 55 I BN A R - 155 238 55 Sl AR B Ik 1 1M W A4 AH DG PE AT 5T

* 397

FEFE AT 3 2 Wi i (i, ROC 245 3 AUC 7]
ik 0. 965, HAE O HUEEAE & 4 h N LES 85 H &
K312 B B A s B BE % B A I B miR-208a B & T
T EAESC B9 & I miR-126 5 CSF & YIAH %,
& CSF pyli <7 52 X &, CSF B & miR-126 A1 X}
kKT . (B HE miRNAs 25 CSF 1y Bk
A3 F2FHL A B A G SE ik S 56 BIF 9T & )
i, ] BE S 1 TG T SRR E 1Y CSF o)y 4 155 AL+ 4 Oy
LA, WL, 4kS 5 R4 CSF B A I R 12 Wi fil
L 95 00 A {5 B9 miRNAs, & B T # — 4 8 R
miRNAs &5 CSF 14 F 4 W24 0L .

MiR-155 f& H i > il 48 9 400 5 ¢ 1 38 2 1
miRNAs Ffi 22—, Z 0I5 R 5E 45 H 8w it 0 9k
B MK miR-155 FHXT R KK 2% TH & . Fara-
oni "G & I miR-155 TE R AE N A h R E
AR, ATREE Y CD4 T Tk 4 i 2%/ B
Wk 240 JEL . PN B2 44 B L o 7 S i L4 L (VSMICs) 2 5
Bk RERE I 1Y & A2 & R . Zhang %55 B 57 K W
miR-155 WiE TN E —A A EGHRE. S5
VSMCs I 34 58 Al 7 , A2 2 20 Tk o5 A B £k B B O
WA AN S fERR A% . Yang S50 BF 58 & B
miR-155 A 3@ 3 i 7% ERK {Z 53 B & VSMCs
{4 & RE J2 o A AR A O 8 B . PR L, A B e HE
miR-155 ] 85 CSF k% VIAH G, Ao s R
IRk CSF B I miR-155 #H X 33k 7K F B 2 2
FXIEY4, HES mTFC £IEMEXR, ZIHE Lo-
gistic [0 3 43 #r 45 3 7R 1L 3% miR-155 J& CSF &
I I Pk S G R L 2. ROC |l 643 #r 45 51 o I 2%
miR-155 T il CSF # AUC K 0.669 (0.574,
0.764) , KW IM I miR-155 £k /K% CSF A
— 2 TR A (L, VT A R R e S AR Bl Jok i R S
R Mg A&y . B2 cut-off B XF N A BUK
PE R SR 4350 8 53. 2 %0 A1 75. 0% L SRR AR
PEIRIG IR X CSF A 511 35000 475 535 2 25 A 48 b
DL R T AE A . BE A, ASHIE 5T 2 TR R A B G 2R
SR AT 40 SR AR R Kl CSF B4 19 3 57 f& 16 [
R G RAKF WEIE 45 A — 2 % I R A4
it 58 A P 448 iR T R OO A I 9 2% L O T k] —
AL R A B 1M AT 3k R 4R TR T O A i
# CSF,

2 E R AR 9T & B CSF 5 M1 3% miR-155
AR X F kK 2 2 T L L% miR-155 AT4E A CSF
PRG 0 L I0 F000 R, 7 S 2k 22 o R AR 5T
UE 3 E— 25 56 E AR AF 75 25 S . A R A4 b o 4 2
WRHEMS 5 CSF MAL M miRNAs, 2l it — 4
7~ CSF B4 BAR 7T HLi .
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Abstract Objective: To explore the differences of blood test indexes in sepsis patients of different ages and an-
alyze the causes,so as to provide basis for clinical diagnosis of sepsis patients. Method: Eighty-eight patients with
sepsis admitted to our hospital from December 2016 to November 2018 were selected as the study subjects. They
were divided into group A (<{40 years old,n =20), group B(40-60 years old,n =30) and group C(>60 years
old.n=38)according to their age. The serum D-dimer, CRP,PLT.PT,APTT, WBC,PCT and lymphocyte were
detected and analyzed. Result:D-dimer,PLT.PT,APTT,WBC,CRP and PCT increased with age(P>>0. 05) , while
lymphocyte decreased with age(P=>0. 05). Age was positively correlated with D-dimer.PLT.PT,APTT,WBC and
PCT(P<C0.05),and lymphocyte was negatively correlated with age(P < 0. 05). There was no correlation (P >
0. 05). Conclusion: There are some differences in blood detection indicators in sepsis patients of different age
groups,such as D-dimer, PLT,PT,APTT,WBC,PCT,etc. would increase with age.and there is a positive correla-
tion, while lymphocyte decreases with age,and there is a negative correlation. Therefore, we can judge the relation-
ship between the changes of related blood indicators and diseases according to the age of patients,and pay more at-
tention to the changes of related blood indicators in elderly patients with sepsis.

Key words age;sepsis;blood indicators
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