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Abstract Objective: To statistically analyze the distribution of Rh phenotype and the detection of irregular an-
tibodies in primary screening RhD negative hospitalized patients in Xi‘an area, and study the correlation between
different phenotypes and anti-D antibody production. Method: Rh serotype phenotypes were identified by Rh blood
typing card in 633 primary screening RhD negative hospitalized patients,and irregular antibodies were screened and
identified by indirect anti-human globulin microcolumn gel card. Result: Among 633 cases of primary screening
RhD negative samples, 358 cases(56.56% ) were ccdee phenotype, 202 cases(31. 91%) were Ccdee phenotype, 34
cases(5. 37 %) were ccdEe phenotype, 20 cases were CCdee phenotype(3.16%),13 cases were CcdEe phenotype
(2.05%),3 cases were ccdEE phenotype(0.47%),2 cases were CCdEe phenotype (0. 32%),1 case was CcdEE
phenotype(0. 16 %) ,and none was CCdEE phenotype. Among 633 cases of primary screening RhD negative sam-
ples.44 cases were positive for anti-D antibody. The number of anti-D antibodies in each phenotype and the propor-
tion of the total number were 29 cases(8.10%)of ccdee phenotype,12 cases(5. 94 %) of ccdee phenotype,2 cases
(5. 88 %) of cedee phenotype,and 1 case(7.69 % )of CedEe phenotype. Conclusion: The Rh serotype phenotype of
RhD-negative hospitalized patients in Xian is mainly ccdee phenotype,and the production of anti-D antibody in the

primary screening RhD-negative individuals is not related to the presence of C or E antigen.
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Abstract Objective: To compare and analyze the application value of combined detection of Epstein-Barr virus
multi-antibody, EBV-DNA quantitative analysis and peripheral blood leukocyte detection. Method: The results of

laboratory examinations of 749 patients admitted to our hospital from June 2017 to December 2018 were retrospec-
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