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Abstract Objective: Eight family members whose ABO blood group serology was inconsistent with positive
and negative stereotypes and whose serological identification results were inconsistent with PCR-SSP genotyping.
The results were investigated to study the serological characteristics of subtypes A and B and the genetic character-
istics of genes A and B in the family and conduct in-depth research on the identification of ABO difficult blood
group. Method: The routine serological detection for blood group preliminary appraisal, weakened to A or B anti-
gens samples absorb radiation type test and don't test to confirm the type of substances,and the PCR-SSP methods
ABO genotyping,for serological identification are not consistent with the result of PCR-SSP genotyping of special
specimens by ABO gene exon 6 and exon 7 of direct sequencing method resolution ABO gene nucleotide sequence
feat-ures. Result:Blood group serological test results are all the proband members of the eight families were main-
ly characterized by ABO inconformity, PCR-SSP genotyping inconformity with serological results.and unexpected
anti-A or anti-B antibodies in the plasma. While some families showed semi-secretory characteristics in the test re-
sults. The exon-6 and the exon-7 sequencing of ABO genes found that eight family members all have the same
characteristics ; coexistence of A,B and O genes, A and B genes are linked on the same chromosome and O group is
inherited in the way of allele on another chromosome. One of the related members of the family was hemicrine. The
A and B genes of the three families were inherited by CisAB * 01(AAAB) ,CisAB * 02(BBAB)and CisAB tlse * 03
(BBAB) . respectively. Among the other six families,one was inherited by B(A) * 02, three by BCA) * 01,0ne by B
(A)640 and one by BCA)700. Conclusion: ABO difficult blood group in Chinese population is characterized by the
difficulty of serological identification and the conventional serology and genotyping results were not consistent with
the main characteristics. The 261 in the exon-6 and the 467,526,640,700,703,796,803 nucleotide mutations in the
exon-7 were determined the molecular basis of A and B gene linkage.
Key words ABO difficult blood group; B(A)subtype; CisAB subtypes;chain inheritance; genealogical survey
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Abstract Objective: To investigate the feasibility of BP neural network model for predicting the dose of clini-
cal red blood cells. Method: The monthly dose of clinical leukocyte-suspended red blood cells in Shunde District of
Foshan City from January 2012 to December 2018 was collected. BP neural network model was used to predict the
amount of clinical leukocyte-suspended red blood cells in our district from January 20 to September 2019 based on
this data. Result: The absolute value of deviation between the predicted and actual values in February 2019 was rel-
atively large,which was 27. 6 % ,and the absolute value of deviation in the remaining months was 10 %. Conclusion:
The BP neural network can effectively provide a scientific basis for the blood collection and supply department to

develop mining and blood supply plans.so as to better promote the rational use of blood resources and ensure the

timely and efficient use of clinical blood.
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