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Abstract Objective: To establish a rapid, simple and non nucleic acid extraction based gene diagnosis method
for Thai type Thalassemia and its application in prenatal diagnosis. Methods: The characteristic sequence Primers
of-thai Allele in-globin gene cluster were designed, and the samples were directly amplified by PCR without nucle-
ic acid extraction, the amplified products were analyzed by Agarose Gel electrophoresis. Results: A rapid genoty-
ping method for Thai type Thalassemia was successfully established, and the results of direct amplification using
whole blood, amniotic fluid, DBS and umbilical cord blood were identical with those determined by gap PCR. Con-
clusion; This method does not need to extract nucleic acid, reduces the operating procedure and the laboratory pol-
lution, saves the cost, is fast, is accurate, thalassemia gene detection as a routine method for clinical samples and

prenatal diagnosis of Bart’s edematous foetus and absent type HBH are expected to be new methods for clinical

prenatal diagnosis of Thai type thalassemia.
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