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Abstract Objective: To analyze the unqualified condition of HBsAg, anti-HCV, anti-HIV and anti-TP of un-
paid blood donors. and to provide a basis for formulating safe blood source recruitment strategies and blood
screening of reactive blood donors. Methods: ELISA and NAT were used to detected HBsAg, anti-HCV, anti-
HIV and anti-TP of unpaid blood donors in Huzhou area from January 2017 to December 2019. When the ELISA
was positive but the NAT was negative, the corresponding confirmation experiment was performed. The disquali-
fications of HBsAg, anti-HCV, anti-HIV and anti-TP were analyzed, and the true positive blood donors were de-
mographically analyzed. Results: The unqualified rates of HBsAg. anti-HCV, anti-HIV and anti-TP were
0.33%, 0.09%, 0.06% and 0.20% , respectively. There were statistically significant differences in HBsAg, an-
ti-HCV, anti-HIV and anti-TP ELISA between the two positive agents and the corresponding single positive a-

Vi e e 35 (AT 1, 313000)
BAEVEH 7R ,E-mail:648994218@ qq. com

[15]

[16]

[17]

ZEPE AR T SCUE. PG R FR L RTV  A  TR]
Mor+-1 5SS Wk E KK FIELS R E iR E
i 238 Tl R LT . B B2 2%, 2017, 48(5) : 338-
341.

Terpos E, Migkou M, Christoulas D, et al. Increased
circulating VCAM-1 correlates with advanced disease
and poor survival in patients with multiple myeloma:
reduction by post-bortezomib and lenalidomide treat-
ment[ ] ]. Blood Cancer J,2016,6:e428.

Wei T,Zhang J.Qin Y.et al. Increased expression of

[18]

immunosuppressive molecules on intratumoral and
circulating regulatory T cells in non-small-cell lung
cancer patients[[J]. Am ] Cancer Res, 2015,5(7):
2190-2201.

Klausz K, Cieker M,Kellner C,et al. A novel Fc-engi-
neered human ICAM-1/CD54 antibody with potent
anti-myeloma activity developed by cellular panning of
phage display libraries[ J]. Oncotarget, 2017, 8 (44) :
77552-77566.

OKCAS B H#7:2020-09-16)



« 264 - I AR 1l Y 2 2% i

534 4

gents(P<C0. 01). There were statistically significant differences among HBsAg positive unpaid blood donors in the

frequency of blood donations, age, and education level(P<C0.01). There were statistically significant differences

in the frequency of blood donation and gender among unpaid blood donors with true anti-HCV positive(P<C0. 05).

The difference of anti-HIV positive unpaid blood donors in the frequency of blood donation was statistically signifi-

cant(P<C0. 05). There were statistically significant differences among TP positive unpaid blood donors in the fre-
quency of blood donation. age and educational level(P<C0.05). ELISA results of HBsAg. anti-HCV, anti-HIV

and anti-TP unqualified samples were statistically significant among different groups(P<C0. 01). Conclusion: The

results of this study show that confirmation experiments can effectively reduce the false positive rate. In the blood

donation recruitment work, the focus is on recruiting re-donors aged between 18 and 30 years old and college de-

gree or above; actively recall blood donors with positive single reagents and S/CO values<(3 into the reunification

process to reduce waste of blood resources and relieve their health problems.

Key words HBsAg; anti-HCV; anti-HIV; anti-TP; unqualified rate
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