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A new blood group system: CTL2 blood group antigen

Summary CTL2 blood group antigen is the latest systemic antigen. It was confirmed and published by the

International Blood Transfusion Association(ISBT) in October 2019. The gene locus, gene sequence. gene muta-

tion and amino acid sequence of this antigen were introduced in detail. CTL2 antigen is a solute carrier transporter

(SLC) SLLC44A2 in the large family of cell membrane solute carrier transporters(SLC). It is a choline transporter

on the membrane and participates in choline transport inside and outside the cell membrane. It is one of the most

important transporters of human body. CTL2 blood group system has two antigens, and all of them are high fre-

quency antigens, which are closely related to blood transfusion and HDNF.

Key words CTL2 antigen; new blood group system; gene mutation site; exon sequence; amino acid se-

quence; blood transfusion
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1 agtgcctcce tccagactcg ggagggtcecga gggggegegg gagagagege gggeggcececge
61l cggggectggt cgecctgcecagg gatgggggac gageggececcece actactacgg gaaacacgga

121 acgccacaga agtatgatcc cactttcaaa ggacccattt acaatagggg ctgcacggat
181 atcatatgect gtgtgttcect gecteccectggee attgtggget acgtggetgt aggcatcata
241 gcctggactc atggagaccc tcgaaaggtg atctacccca ctgacagececg gggegagtte
301 tgcgggecaga agggcecacaaa aaacgagaac aaaccctatce tgttttattt caacattgtg
36l aaatgtgcca gccccectggt tectgetggaa ttccaatgte ccactcccca gatctgegtg
421 gaaaaatgcc ccgaccgcecta cctcacgtac ctgaatgcectcec gcagcectceccg ggactttgag
481 tactataagc agttctgtgt tcctggecttc aagaacaata aaggagtgge tgaggtgett
541 caagatggtg actgccctge tgtcectcatec cccagcaaac ccttggeccecg gagatgcette
60l cccgctatec acgcctacaa gggtgtccectg atggtgggceca atgagacgac ctatgaggat
661 gggcatggect cccggaaaaa catcacagac ctggtggagg gecgceccaagaa agccaatgga
721 gtcctagagg cgcecggcaact cgccatgege atatttgaag attacaccgt ctettggtac
781 tggattatca taggcctggt cattgccatg gcgatgagecce tcctgttcat catcctgett
841 cgcttcectgg ctggtattat ggtctgggtg atgatcatca tggtgattct ggtgetggge
901 tacggaatat ttcactgcta atggagtac tcccecgactge gtggtgagge cggcetectgat
961 gtctctttgg tggacctcgg ctttcagacg gatttcecggg tgtacctgceca cttacggcecag
1021 acctggttgg cctttatgat cattctgagt atccttgaag tcattatcat cttgcectgcete
108l atctttctcce ggaagagaat tctcatcgeg attgcactca tcaaagaage cagcaggget
1141 gtgggatacg tcatgtgctc cttgctectac ccactggtca ccttecttectt getgtgecte
1201 tgcatcgeccect actgggecag cactgetgte ttcectgtcecca ctteccaacga ageggtetat
1261 aagatctttg atgacagcc ctgecccattt actgecgaaaa cctgcaacccec agagacctte
1321 ccctcctcca atgagtcccecg ccaatgceccce aatgecceccecgtt gccagttecge cttectacggt
1381 ggtgagtcgg gctaccaccg ggcecccectgetg ggectgecaga tecttcaatge cttcatgtte
1441 ttctggttgg ccaacttcgt gectggegetg ggceccaggtca cgetggecegg ggecectttgeec
1501 tcctactact gggeccectgeg caagceccggac gacctgeegg ccttececeget ttctctgecec
1561 tttggeccggg cgcectcaggta ccacacagge tccectggecet ttggegeget catcectggec
1621 attgtgcaga tcatccgtgt gatactcgag tacctggatec gcggctgaa agcectgcagag
1681 aacaagtttg caagtgcct catgacctgt ctcaaatge gcttctggtg cctggagaag
1741 ttcatcaaat tccttaatag gaatgcctac atcatgattg ccatctacgg caccaatttec
1801 tgcacctcgg ccaggaatge cttecttecectg ctcatgagaa acatcatcag agtggetgte
1861 ctggataaag ttactgactt cctcttcctg ttgggcaaac ttctgatcgt tggtagtgtg
1921 gggatcctgg ctttcttctt cttcacccac cgtatcagga tcgtgcagga tacagcacec
1981 cccctcaatt attactgggt tcctatactg acggtgatcg ttggcectccta cttgattgcea
20l cacggtttct tcagcgtcta tggcatgtgt gtggacacge tgttecectetg cttecttggag
210l gacctggaga ggaatgacgg ctcecggececgag aggecttact tcatgtcttec caccctcaag
2161l aaactcttga acaagaccaa caagaaggca gcggagtcct gaaggecccecg tgcectceccecccac
2221 ctctcaagga gtctcatgecce gcagggtget cagtagetgg gtectgttececce ccagecceccecett
2281 gggectcacct gaagtcctat cactgececget ctgecccectcece ccatgageca gatcccacca
2341l gtttctggac gtggagagtc tggggcecatcect ccttecttatg ccaaggggeg ttggagttt
2401 tcatggetge ccctccagac tgcecgagaaac aagtaaaaac ccattgggge ctettgatgt
2461l ctgggatgge acgtggeccecg acctccacaa gctcecctcat gcttecectgte cccecgettac
2521l acgacaacgg gccagaccac aggaaggacg gtgtttgtgt ctgagggage tgectggcecac
2581 agtgaacacc cacgtttatt cctgcectget ccggeccagga ctgaacccecct tctccacacec
2641 tgaacagttg gctcaaggge caccagaage atttcectttat tattattatt ttttaacctg
2701 gacatgcatt aaagggtcta ttagctttct ttcecgtectgt ctcaacagcect gagatggegge
2761 cgccaaggag tgccttcectt ttgectceccte ctagetggga gtgacgggtg ggagtgtgtg
2821 tgcccaggtg ggggtgtete ctggetggga aggagggaaa gggagggaga gttttgeggg
2881 ggttggecagt ggagagcagg ctggagagga gatggctaat agcectgtttaa tggaaacctg
2941 ctgggcectgga gggagttagg ctgaatttcec gacttcctc tgccagttat tgacacagecect
300l ctctttgtaa gagaggaaag aaactaaacc cacccaaggg atgatgtcag ggggagaggt
3061l ggagggcaga tgtcectggge aaaccgggec cctectgececca cacacctcac ttgatccettt
3121 tgccaaactt gtcaaactca ggggaactgg cttcccagtt gcccectttge catattccaa
3181 gtccccctca gacttcatgt ctectgetcat cagcactgtec ccaggatcct ggagaggegag
3241 aactcctgge cccaggggaa agagggggegg gteteecegtt tecetgtgecect gecaccagecec
3301 tgcccccatt gecgtetgecac acccctgegt gtaactgecat tccaaccact aataaagtge

336l ctattgtaca ggtc
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