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Abstract Objective: To analyze the serological identification and biological mechanism of CisAB blood group
in children. Methods: The blood group serological test was carried out by micro column agglutination and brine
test tube method. The PCR products of exon 1-7 of ABO gene were sequenced by molecular biology method to an-
alyze the genotypes and sequence of ABO blood group. Results: The results of serological test showed that the
children were ABx. The results of molecular biology showed that the exon 7 of ABO allele in children had varia-
tions of 467C>T and 803G>C, and the results were CisAB01/A102. Conclusion: The blood type of the child
was CisAB type by gene typing, and the development of blood-group-ABH antigens in infants was incomplete,

which was easy to cause misjudgment of ABO blood type. If necessary, it should be combined with molecular biol-
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