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Significance of plasma miR-363-3p expression in multiple myeloma

and its relationship with prognosis
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Abstract Objective: To analyze the significance of plasma microribonucleic acid-363-3p(miR-363-3p) expres-
sion in patients with multiple myeloma(MM) , and evaluate its relationship with prognosis. Methods: The clinical
data of 106 patients with MM in our hospital was retrospectively analyzed, and 32 healthy subjects with physical
examination were included as healthy control group. The difference in plasma miR-363-3p expression level was re-
corded in patients with MM and healthy control group. The patients with MM were divided into plasma miR-363-
3p expression level = average value group(high expression group) and miR-363-3p expression level<laverage val-
ue group (low expression group). The clinical features and clinical efficacy were compared between the two
groups, and the correlation between plasma miR-363-3p expression level and clinical features and clinical efficacy
was evaluated among patients with MM. Kaplan-Meier survival analysis was used to evaluate the prognosis and
survival in the two groups. Results: The relative expression level of plasma miR-363-3p of patients with MM was
significantly lower than that in healthy control group (P <C0.05). There were no significant differences between
high expression group and low expression group in terms of gender, age, immunoglobulin typing, DS staging and
levels of blood calcium and hemoglobin(P>>0. 05). But there was a significant difference in International Staging
System(ISS) staging between the two groups(P<C0.05), and the clinical efficacy of high expression group was

significantly higher than that of low expression group(P<C0. 05). Spearman rank correlation analysis showed that
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plasma miR-363-3p expression level in patients with MM was significantly negatively correlated with ISS stag-

ing(r=—0.421, P<C0.05), and significantly positively correlated with clinical efficacy(+»=0.533, P<C0.05).

At 36 months of follow-up, 31 cases(56.36%) survived in high expression group and 18 cases(35.29%) in low

expression group. Kaplan-Meier survival analysis and LLog Rank test showed that the survival rate of high expres-

sion group was significantly higher than that of low expression group(P <C0.05). Conclusion: The expression of

miR-363-3p is down-regulated in the plasma of patients with MM. Its expression level can evaluate the disease

condition and clinical efficacy of patients with MM, as well as judge the prognosis and survival of patients.
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