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Research advantages of microRNA in Epstein-Barr

virus-associated lymphoma

Summary As the first human tumor virus, Epstein-Barr virus (EBV) has been implicated in the development

of a wide range of lymphoproliferative disorders including Burkitt's and Hodgkin’s lymphoma, diffuse large B-cell
lymphoma and nasal NK/T-cell lymphoma. MicroRNA (miRNA) is a small non-coding RNA which widely exists

in eukaryotic cells and encoded by EBV,and it plays an important role in the formation of lymphoma. We will re-

view research advantages of miRNA in EBV-associated lymphoma.
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