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Abstract Objective: To explore the expression and significance of IncRNA-HOTTIP and miR-21 in serum of
the patients with gestational diabetes mellitus(GDM). Methods: RT-PCR was used to compare the expression of
IncRNA-HOTTIP and miR-21 in the serum of GDM patients and normal pregnant women; the biochemical inde-
xes of peripheral blood of the two groups were compared; ROC curve was used to evaluate the value of IncRNA-
HOTTIP and miR-21 in early diagnosis of GDM; Pearson correlation analysis was used to explore the correlation
between IncRNA-HOTTIP and miR-21 and clinical indexes of GDM, and Chi square test was used to detect the
correlation between IncRNA-HOTTIP and miR-21 and adverse pregnancy outcomes. Results: Compared with nor-
mal pregnant women, the expressions of IncRNA-HOTTIP and miR-21 in the serum of GDM patients were signif-
icantly up-regulated(P <C0. 05). The AUC of IncRNA-HOTTIP, miR-21 and their combination analysis for early
diagnosis of GDM were 0. 904, 0. 872 and 0. 949. There was a significant correlation between IncRNA-HOTTIP
and miR-21 and biochemical indexes of peripheral blood and BMI of pregnant women(P <C0.05). IncRNA-HOT-
TIP and miR-21 were associated with macrosomia and the incidence of adverse pregnancy outcomes. Conclusion:
IncRNA-HOTTIP and miR-21 can be used as predictors of GDM diagnosis and adverse pregnancy outcomes.
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