2022 4 I AR I V2 2% i
35 % 2 J Clin Hematol (China) . 87 .

- N PR WF ST -

AN [F) LB 58 Y 58 | PCR UG 4R & A EB 9% i
DNA K6 45 5 (1) 5 i

mZ AT KRRY ORAER a—R’' O HRRR

(HE] BR TR —F R EB 8% RR E &R IR & 78 2 3R S50 2¢ % 8 PCR Y [ B 46 I 41 &)
M ARA o EB % #4805 BT AR W 2880 19 52t 92 6 PCR U EBV DNA G2 1 GE R 0 45 SR i 5% . J5 5% 4RI
179 15 40 & ML kR A CELEE 102 i) 4 i F 77 490 M) 89 DNA J5 . 8 1 EB 5 55 B2 E 6 3t 50 £ (PCR-Z9 G 4R 4
B2 BIAE 2 3RS %)t PCR X Cobas 2480 il LightCycler 480 Il - [F] i #:#l EBV DNA., % 1 45 5 3% JH fic 4 o2
K 35 A1 Kappa — B0CH: K 56, E 1 45 R R FHBCXT ¢ K256 . Spearman A 3¢ 43 #1 A4 24 181 9 43 #7 A & Bland-Altman &
ST, &R ONH Cobas 2480 Fl LightCycler 480 I Kz 179 il Ifil 4% 4% H EBV DNA #) FH M & H 5 43 il 4
49.72%(89/179) ,48. 60 % (87/179) . Kappa {5 4 0. 955 3, — M8 i 9 & W BH PR AT & R4 98. 85 % BATESF &
Ny 96. TAY, MAFA RN 97. 77T % . OFEE I HE MY 56 i EBV FHM: i BE 4% , Cobas 2480 il LightCycler 480 II
B RGE 43 591 A7 3. 943 42 0. 913, 3. 726 & 0. 980 logy, copies/mL, 2% S A7 48 it 2% 5 X (P <C0. 05) 5 #f — 2 ¥ 47
Spearman A M LA R PRI 40T A E B r=0. 962 6, FIHF R Y=1.065 6X—0.475 4(>=0. 985 3);
2 F S5 PCR K I ) 22 18 SF- Y9 {H 4 0. 216 logio copies/mL . Z{EH AR #EZ= M 0. 133 logy, copies/mL, 95 % — &k
PEFFR S (— 0.045, 0.478) log,copies/mL, 96.43% (54/56) B L 76 95% — B P 5 BB DLW, B ob 5
9 2(3.57%) ., HEi:2 B E B PCR Y Cobas 2480 #1 LightCycler 480 1 4 4k J& il £ 4 v EBV DNA,
45 BB A A Lk {0 Cobas 2480 I (4 I 25 525247 1t LightCycler 480 [ F %35, 7] B & th T 2 3% PCR 1 i /I
B G IR AN UEOE A 4l A AR T EK .

(%] EBWT ;& & ; L 50E =/ PCR X

DOI: 10. 13201 /j. issn. 1004-2806. 2022. 02. 001

[hESES] R457.1 [x#iREB] A

Effect of different real-time fluorescent quantitative PCR instruments on

Epstein-Barr virus DNA detection in peripheral blood
XU Yuandong GENG Zhi ZHOU Zhiming BAO Yixi CHEN Fenghua

(Department of Clinical Laboratory, Union Hospital, Tongji Medical College, Huazhong Uni-
versity of Science and Technology, Wuhan, 430022, China)
Corresponding author: CHEN Fenghua, E-mail: chfh100@126. com

Abstract  Objective: To compare the results of peripheral blood clinical specimens obtained with a commercial
Epstein-Barr virus(EBV) DNA quantitative fluorescence diagnostic kit(PCR-fluorescence probing) using two plat-
forms: Cobas z480 real-time PCR and LightCycler 480 [[ real-time PCR detection systems, and determine the con-
cordance on qualitative and quantitative results of EBV DNA obtained by these two different real-time PCR instru-
ments. Methods: Nucleic acid was extracted from 102 whole blood(WB) and 77 plasma clinical specimens using
Sansure commercial extraction kit, Real-time PCR was performed on both Cobas 2480 and LightCycler 480 [[ real-
time PCR platforms. using Sansure EBV DNA quantitative fluorescence diagnostic kit. Comparison of the results
obtained with two types of thermocyclers included Cohen’s kappa, linear regression analysis, paired ¢ test,
Spearman correlation, and Bland-Altman analysis. Results: (D The detection rates of 179 peripheral blood clinical
samples obtained by Cobas z480 and LightCycler 480 II platforms were 49. 72% (89/179) and 48. 60 % (87/179) re-
spectively. The excellent agreement was observed between both platforms(k=0. 955 3). The positive coincidence
rate, negative coincidence rate and overall coincidence rate were 98.85%, 96.74% and 97.77% ., respectively.
@A total of 56 clinical specimens with EBV DNA load above the limit of quantification on both PCR platforms
were analyzed. The detection values of EBV DNA load obtained by Cobas z480 and LightCycler 480 [l platforms
were 3. 94374-0. 913 and 3. 726 40. 980 log;, copies/mL, respectively(P<C0. 05). Correlation coefficient of the re-
sults obtained with both analyzers was 0. 962 6. Bland-Altman plot analysis found the difference of mean values
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measured with both PCR thermocyclers was 0. 216 log;, copies/mL(95% confidence interval, —0. 045 to 0.478),

and the proportions of the specimens within the 95% limit of agreement were 96. 43% (54/56) between both plat-

forms. Conclusion: The two real-time fluorescent PCR instruments provide reliable and comparable EBV viral load

results, but viral load values measured with the Cobas z480 platform are on average higher than those measured

with LightCycler 480 [l platform. The difference is probably due to different light sources and filters used in both

thermocyclers.
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