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Abstract Objective: To analyze the samples which were positive by blood screening for HBV of blood do-
nors, improve the efficiency of blood donor screening and reduce unnecessary blood waste. Methods: Totally 165
samples with non-reactive results by colloidal gold detection HBsAg but reactive results by HBsAg ELISA test
and/or HBV NAT were collected. The serological markers for HBV infection were further quantitative assessed
by chemiluminescentmicroparticle immunoassay(CLIA). The viral S regions were amplified by nested PCR and
then analyzed. Results: In total 73 samples (44. 24 %) were HBsAg reactive with two ELISA kits, in which
90. 41% were positive for anti-HBc and 75. 34 % were positive for HBsAg quantitative detection. Totally 68 sam-
ples(41. 21%) were just HBsAg reactive with one ELISA kits, in which the positive rate of anti-HBc and HBsAg
quantitative detection were 26.47% and 1.47%, respectively. 79.31% of HBsAg quantitative positive samples
were less than 10 TU / mL. A total of 35 cases of HBV S region were amplified, 30 cases were identified as HBV
C gene, 5 cases were identified as HBV B gene, and no mutations that affected the detection of HBsAg were
found. Conclusion: The extremely low HBV DNA load and HBsAg titer were the cause of false negatives in the
blood screening of blood donor. However, there would be many false positives in samples with a single ELISA kit
reactive. Test strategy should be generated according to the results of performance verification of methods and rea-
gents for HBV test.
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