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Abstract To study the possible molecular mechanism of the weak A antigen in a proband with inconsistent

ABO positive and negative stereotypes, the blood group phenotype of the proband was identified by blood group
serology. the CDS region of ABO gene was amplified by polymerase chain reaction(PCR) and the genotypes of the
samples were analyzed by direct sequencing. The haplotype of the proband was confirmed by cloning and sequen-
cing. Short tandem repeat tests(STR) and droplet digital polymerase chain reaction(ddPCR) were used to study
the chimerism status of the proband. The blood group serological results showed that the blood group of the
proband was inconsistent. At room temperature, the serum of the proband showed strong agglutination(4+) with
B cells, but no agglutination reaction with A cells. Absorption and release test showed trace amount of A antigen
(=£) on the red blood cells of the proband. The results of direct sequencing and post-cloning sequencing showed
that the proband contained a new mutation c. 859G>T based on the ABO * O. 01. 02 background, and its ABO
genotype was ABO * O. 01. 02-var/O. 01.01. The ddPCR and STR results showed that the proband did not
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contain the A allele and weak A expression was not caused by chimeras. Thus an unusual weak A phenotype was

found in which the proband carried only two O alleles containing c. 261delG, and this rare phenomenon was not

caused by chimera. The O allele 261 deletion also expressed weak A antigen.
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