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Abstract Objective: To determine the feasibility of RHc¢ genotyping through real-time PCR in Chinese popu-
lation. Methods: A total of 144 participants were recruited from RhD positive healthy blood donors in Dalian. Rh-
CcEe phenotypes of the samples were tested by serological test. RHc of the samples were genotyped by targeting
exon 2 178C>A and 307C>T mutation of the RHCE gene through real-time PCR with TaqgMan probe. The re-
sults of genotyping and serological typing were compared. Results: Serological test showed that 60 cases were
CCee, 48 cases were CcEe, 17 cases were ccEE, 11 cases were Ccee, 7 cases were ccEe and 1 case was ccee among
144 samples. By genotyping through real-time PCR with TagMan probe, RHc gene was positive in 84 cases and
negative in 60 cases. The results of genotyping and serological typing were consistent. The sensitivity, specificity
and accuracy of the PCR method were 100%. Conclusion: Real-time PCR with TagMan probe might be feasible in

RHc genotyping in Chinese population, which could be used for gene detection of Rhe blood group in clinical labo-

+ 889 -

ratory.
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