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Abstract Objective: To retrospectively analyze the clinical features and early identification and diagnosis of

parvovirus B19(PVB19) infection after allogeneic hematopoietic stem cell transplantation Callo-HSCT), and to
provide clinical experience for treatment. Methods: The clinical data of 446 patients with thalassemia major who
received allo-HSCT in the hematopoietic stem cell transplantation center of the hematology and oncology depart-
ment of our hospital from January 2012 to December 2020 were retrospectively analyzed. Two patients of them in-
fected with PVBI19 after transplantation, with an incidence of 0.45%. The clinical features, laboratory data,
treatment, and prognosis of these 2 patients were summarized. Both children were treated with a myeloablative
conditioning regimen, and metagenomics next-generation sequencing was used to detect pathogenic microorgan-
isms in peripheral blood. Quantitative PCR was used to monitor the changes in viral load in the body before and
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after treatment, and the treatment effect was evaluated clinically. Related domestic and foreign literature searched
respectively with key words PVB19 infection and/or bone marrow transplantation and/or stem cell transplantation
and/or hematopoietic stem cell transplantation was reviewed, and the clinical characteristics of the disease were
summarized and analyzed. Results: A total of 18 articles were obtained and 44 patients(including 2 cases in our
center) were included in the study, there were 30 males and 13 females, with a median age was 32.5 years(1-59
years old). Seven cases were PVB19-IgG positive at the onset of PVB19 infection, 2 cases were PVB19-IgM posi-
tive and 42 cases were PVB19-DNA PCR viral load positive. PVB19 infection occurred mostly 0. 03-96. 00 months
after transplantation, and the main clinical manifestations were rash and cytopenia, with other symptoms including
fever, arthralgia, malaise, headache, myalgia, and pruritus. Thirty-five patients received intravenous immuno-
globulin(IVIG) or IVIG combined with reduced-dose immunosuppressive therapy, and 24 patients responded well
to the initial treatment. Seven of 44 patients died, including 4 cases complicated with organ failure of the heart,
lungs. or kidneys. The 2 patients in our center were infected with PVB19 after thalassemia major hematopoietic
stem cell transplantation, and a myeloablative conditioning regimen was used before transplantation. The clinical
manifestations in both patients were anemia, reticulocytopenia, and rash, and 1 case showed pancytopenia. Both
patients were PVB19-seronegative, and 1 patient was suggested to have PVB19 infection by metagenomics next-
generation sequencing. IVIG treatment was effective in both cases. Conclusion: Our study shows that timely and

accurate diagnosis and IVIG treatment can cure PVBI19 infection after allo-HSCT. Metagenomic sequencing is

helpful for the early diagnosis of seronegative PVB19 infection, and low-dose continuous IVIG treatment may be

% 36 &

more suitable for patients infected with PVB19 after hematopoietic stem cell transplantation.
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>34 H kA PVBL9 B 22 6l (40 1 B
FEHT—1 REEY PVB19) ; & H i PVB19-1gG FH P
7 %1, B 6 1] PVB19-1gM FH 2 441, B4 11 il
PVB19-DNA PCR % & #2 FH % 42 ],
2.2 IEIKREM

PVBI19 J& 4 1 & 5 B [8] S B8 A8 5 0. 03 ~
96. 00 ™ H , 5 F= LAY I PR 2 B Sy Bz 92 R 1l 44 L o
A (28/44 B HAhRE IR AL FE & B OCHTE LR
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it o B s
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il 1, 8B JL%,7 %, allooHSCT J5 4 ™A
R EM3dABE. BILT 6 AL Hm s
A7 A BE AT 56 DR AG: A L 3R 7R B-Hb I 4T 1M (EE R,
IVS-11-654 4l & F2R748),2019 4F 2 A e KR BEAT
fis A+ dE 2% 2k B 148 B allo-HSCT, 1 4b By %
BB (Cy) + FHH % (Bu) + #A H1E (Flu)
+BERRUR (TT) + febt A B 4 ffd 4o 52 3k 5 F
(ATG) ., BAEY BUTE £ BB 7 2« 5 B 2 B 1ok
iz (PTCY) + b 7 52 &) (FK506) + Ik 2 2% W fig
(MMPF) + 5 J7 2 & 8 (MTX) . ABEHT 3 K
W 2 kA e RIR 39, 4°C, TG H: Al £ Bl AE
Ko BILKE 1R 17, & H8E ™, 7 i O FE
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B-Hb rp I B A R 4

ABEA . T 36.5°C,P 120 ¥ /min, R 22 &/
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JUR 68 J5E JC B gL, T B2 8 R H I A, v R Uk 2 45 O b
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L), MZIZT A A 43 1 0. 30%6(0.43% ~1.36%),
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95 TU/L,AST 43 TU/L; 5 Dy fig . B % o7 . 0> LB
1M JE H& A IE 4 5 DIC £ 30 1F % ; EBV-DNA, CMV-
DNA | H Z A% IR 2 A W3 A % 2 IR
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Coombs 05 . A B H % P 1 41 A s 2> A0 5 4T 5t
PVBI19-IgM ¥ A PE. {2 21 40 g A= i R P B T &
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10° /L), 2T 43 1 0.3% (0. 43% ~1.36%) .
CRP<C0.5 mg/L; It 4 k. ALT 69 1U/L, AST
60 TU/L; "B TIRE | F i 53 . 0o UL | 35E 1 2 B8 1E 4
EBV-DNA.CMV-DNA . H Z Jit & R . £ I Wi X 2f
+HCV + HIV+ TP, PVBI19-IgM F] 1. Coombs
[ A= 1 G e e D I 151 71 G e e D I o8 8111 1 43
Wt R B2l 2r R, Hb 51 g/L, MR %
[ $2 AT 2 TC Tt i o B b pf B KT DU e 2 8
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3 it
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FERAL L WA 2 A ] A A o & e 4544 . PVB19
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SR A B 9% L G H At B S BH MR AE L5 ] 1 L
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IVIG R 97 I 40 25 4 S0V 2 TS0 T 135 i A f 92 410 il
FR s AEL Bl ek B 8 410 ) R0 75 AR R AR W A e
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W AT S B S e A i 0 O RRE L B R AR T A Bk
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(22 by 2 LR R PVBLO A6 A v f L S i D
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T 40 M B A S R PVBL9 B L EA T 2Rk
A BGHE AT W EEWFIT
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